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 Example: in the PhenotypicFeature class, we
will distinguish between decreased liver
function, which is a system change, as well as
alanine aminotransferase level, which is a
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 Understanding how exposures impact human health requires data to be interoperable, machine accessible,

 Work is targeted across defined phases

and understandable across a wide range of disciplines, but data are rarely reported for broader applications. PhenotypicFeature e Event specific measurement of decreased liver
e Measure function.
e PData and metadata S&T are essent|a| for Exposure & Dose response & Exposure
1. ensuring that data collected are interoperable across . .
dosimetry pathway perturbations pathways
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applications
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3. Supporting integrated modeling of exposure and response. Dose response & pathway perturbations * Increased adoption and harmonization of data and metadata S&T across subdomains can address barriers
linking EHS data along the S20 continuum.

 We will leverage the aggregate exposure pathway (AEP) and
adverse outcome pathway (AOP) frameworks, which span
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Aggregate Exposure Pathway Adverse Outcome Pathway 3. Domain-specific priorities . Domain experts Ee.fm.e. nejds | Lol work with Curi oct matter e tl; 3 fie(ld ) p
(AEP) (AOP) for S&T development. e Data users a:lec;r;tlze evelopment '
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* You can get involved! Participate in a working group or contribute domain expertise!
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Here you see the breakdown of subdomains across these frameworks. Solid boxes and arrows show subdomains and how they are related, while dotted boxes
and arrows show measures that can be used to monitor those subdomains. The colors in this figure correspond to the phases of the work. This work is funded by the National Institute of Environmental Health Sciences under award number 1R24ES036127.
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